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M A I S G V ? V L C- ? r I I A V L M S A 

ATG GCC ATA AGT GGA GTC CGT GTG CTA GGA ™T TTC A.TC ATA GCT GTG CTG ATG AGG GCT 

Q E S W A I K H r H V I I Q A I F Y L N 

CAG GA.A TGA TGG GCT A.TT AAJ^. GA>. GA.A CA.T GTG ATC ATG GAG GCG GAG TTC TAT CTG ^AT 

? D , Q S G E r M r D 7 D G D E I ? H V D 

GCT GAC 'CAA. TCA GGC GAG TTT ATG TTT GAC TTT GAT GGT GAT GAG ATT TTC CAT GTG GAT 

M A K K E T V W L E Z F G R ? A S 7 E 

ATG GGA AAG AAG GAG ACG GTC TGG CGG CTT GA-::^. GAJl TTT GGA CGA TTT GCG AGC TTT GAG 

> Q G A L A N I A V D K A N L E I M T K 

GCT CAJ^. GGT GCA. TTG GCC AAC ATA GCT GTG GAC A.^J^ GCC AA.C CTG GAJL ATC ATG ACA A-AG 

- S N Y T P I T N V ? ? H V T V L T N £ 

GGC TCC .AAC TAT ACT CCG ATC ACC J^J-.T GTA CCT CCA GAG GTA ACT GTG GTC ACG A.AC AGC 

r V E L H S' ? N V L I C F I D K F T ? ? 

CCT GTG G-AA CTG AGA GAG CCC AAC GTC CTG ATC TGT TTC ATC GAC A.AG TTC ACC CCA CCA 

V V N V T W L ?. N G K ? V T T G V S E T 

O GTG GTC AAT GTC ACG TGG CTT CGA AAT GGA AAA CCT GTC ACC ACA GGA GTG TCA GAG ACA 

VFLFREDHLFRKFKYLPFL? 

G^C T"C C^G CCC ;iGG GAA GAC CAC CTT TTC CGG .AAG TTC GAC TAT CTC CCC TTC CTG CCC 

IJl 
III 

m VHWEFDA?S?L?ETTEEFGG 

Ld AAG CAC TGG GAG TTT GAT GCT CCA AGC CCT CTC CCA GAG ACT ACA GAG GAA TTC GGT GGT 

^= S G G S A Q L E W E L Q A L E K E N A Q 

y= TCC GGT GGT TCC GCG CAG CTG GAA TGG GAA CTG CAG GCG CTG GAA AAA GAA AAC GCG CAG 

I. LEWELQALEKELAOGGSGGS 

^ C-G G^J^ -^GG GA;^ CTG CAG GCG CTG G.^A AAA GAA CTG GCG CAG GGC GGC TCC GGT GGT AGC 

w * ■ " 

n ATPQNITDLCAEYHNTQIH 

CI GCC ACA CCT CAA AAT ATT ACT GAT TTG TGT GGA GAA TAC CAC AAC ACA CAA ATA CAT 

T L N D K I F S Y T E S L A G K R E W A 

ACG CTA A;^" gat AAG ATA TTT TCG TAT ACA GAA TCT CTA GCT GGA AAA AGA GAG ATG GCT 

- T F K N G A T F Q V E V ? G S C H * 

ATC ATT ACT TTT AAG AAT GGT GCA. ACT TTT CA^. GTA GAA. GTA CCA GGT AGT CAA CA" ATA 

D S Q K K A I E R M K D T L R I A Y L T 

GAT TCA CAA AA;^. >AA GCG ATT GAA AGG ATG AAG GAT ACC CTG AGG ATT GCA TAT CTT ACT 

r i K V E K L C V W N N K T ? H A I A A 

GAA GCT A^^. GTC GAA AAG TTA TGT GTA TGG A^.T AAT >AA ACG CCT CAT GCG ATT GCC GCA 



c T E D V Y D C R V E H W G L D E ? L L 
TCA ACT GAG GAC GTT TAC GAC TGG AGG GTG GAG CAC TGG GGC TTG GAT GAG CCT CTT CTC 



I £ M A N * 

ATT AGT ATG GCA A^.T TAA 



DR31-bioca9 construe- zransiaiiG:: PRCTZIN-DNA 

1/1 21/11 
" ■ M V C L K 7 ? G G S C M A A L T V T L M 
ATG GTG TGT CTG AAG TTC CCT GGA GGC TGC TGG ATG GCA GCT CTG ACA GTG AGA GGG AGG 
51/21 51/31 

V L S S ? L A L A G D T R P H 7 L Z Q V 
GTG CTG AGC TCG CCA CTG GCT TTG GCT GGG GAG A.CC CGA CCA CGT TTC TTG GAG CAG GTT 
121/41 ^ 151/51 

K H I C H r 7 N G T E R V R r L D R Y r 
A-AA CA.T GAG TGT CAT TTC TTC A-AC GGG ACG GAG GGG GTG CGG TTG CTG GAG AGA TAG TTC 
131/51 211/71 

Y H Q I Z Y V R. F D S D V G E Y R A v T 
TAT GAG CAA GAG GAG TAG GTG CGC TTC GAC AGC GAC GTG GGG GAG TAC CGG GCG GTG ACG 
241/ai 271/91 

ELGRPDAZYWNSQKDLLEQK 
GAG CTG GGG CGG CCT GA.T GCG GAG TAC TGG .AA.C AGC CAG AAG GA.C CTC CTG GAG CAG A.^G 
301/101 331/111 

R A A V D T Y C R K N Y G V G E S R T V 
CGG GCG GCG GTG GAC ACG TAC TGG AGA CAC .A-AC TAC GGG GTT GGT GAG AGC TTC ACA GTG 
351/121 331/151 

Q R R V Y ? E V T V Y ? A :< T Q ? L Q :-: 
CAG CGG CGA GTG TAT CCT GAG GTG ACT GTG TAT CCT GCA ?^J^G ACC CAG CCC CTG CAG CAC 
^ 421/141 451/151 

^ HNLLVCSVNGrYRGSIEVRW 
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